Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.118; data-to-parameter ratio = 13.2.
Related literature
For background to Schiff bases derived from thiosemicarbazone and its derivatives, see: Casas et al. (2001) ; Beraldo et al. (2001) ; Jouad et al. (2002) ; Swearingen et al. (2002) . For bond-length data, see: Allen et al. (1987) . For similar structures, see: Selvanayagam et al. (2002) ; Karakurt et al. (2003) ; Bernhardt et al. (2003) ; Sampath et al. (2003) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.14 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HB5755). 
Data collection
Bruker APEXII CCD diffractometer 1106 independent reflections 117.0 (2) N4-C7-N3 114.7 (3) C5-C1-C6 121.1 (3) N4-C7-S1 125.2 (2) C2-C1-C6 121.9 (3) N3-C7-S1 120.1 (2) N1-C2-C1 124.1 (2) N4-C8-H8A 109.5 N1-C2-H2 118.0 N4-C8-H8B 109.5 C1-C2-H2 118.0 H8A-C8-H8B 109.5 N1-C3-C4 123.6 (3) N4-C8-H8C 109.5 N1-C3-H3A 118.2 H8A-C8-H8C 109.5 C4-C3-H3A 118.2 H8B-C8-H8C 109.5 C3-C4-C5 118.5 (3)
Hydrogen-bond geometry (Å, °) 
